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“You can’t really 
know where you are 
going until you know 
where you have 
been.”

— Maya Angelou



Where have we come from?

➔ With biodiversity literature herbaria are the 
foundation of modern plant taxonomy

➔ A source of research on evolution, plant 
variation and environmental change

➔ A source of evidence for historical research
➔ A tool for the identification of plants



So why can’t we keep it as it is?

➔ Catalogued using one taxonomy
➔ Fragile
➔ Toxic
➔ Remote from researchers
➔ Disconnected from the research it generated
➔ Elitist



What is the potential?



A globally connected research infrastructure 
for the study of plant life



Dynamic, innovative & pivotal



How do we realize that potential?

➔ Every specimen identified 
uniquely

➔ All label data fully digital
➔ Searchable by any data 

element
➔ High quality images of every 

specimen
➔ Everyone recognised for the 

contributions

➔ Open to analysis
➔ Globally connected and 

accessible
➔ Interoperable
➔ Readable by people and 

machines
➔ Open



Meise Botanic Garden digitization (DOE!)

● It cost > 3 million euros
● 2.7 million specimens
● Six years
● Ongoing costs

○ A lot!



Every specimen identified uniquely



<?xml version="1.0"?>

<rdf:RDF

    xmlns:dc="http://purl.org/dc/terms/"

    xmlns:rdf="http://www.w3.org/1999/02/22-rdf-syntax-ns#"

    xmlns:dwc="http://rs.tdwg.org/dwc/terms/"

    xmlns:owl="http://www.w3.org/2002/07/owl#"

    xmlns:dwciri="http://rs.tdwg.org/dwc/iri/" > 

  <rdf:Description rdf:about="https://www.botanicalcollections.be/specimen/BR0000027650172V/rdf">

    <dc:created>Tue May 17 16:43:04 UTC 2022</dc:created>

    <dc:creator>Botanical Garden Meise</dc:creator>

    <dc:subject rdf:resource="https://www.botanicalcollections.be/specimen/BR0000027650172V"/>

Readable by machines



All label data fully digital





High quality images available of every specimen



IIIF — International Image Interoperability Framework



IIIF — International Image Interoperability Framework



All the collectors, identifiers, researchers, curators recognised 
for the contributions to science
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Interoperable



Machine learning
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Linking to sequences
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What is the future?



Integration, inference, Big Data



Education, Citizen Science, Awareness



Decolonization & equity



Contributing to sustainable development 
goals, and the other great challenges of our 

age



Team photo?



Digitization management: Sofie De Smedt & Ann Boeaerts

Database management:  Henry Engledow

Informatics infrastructure and quality control: Niko De Meeter, Paul Van Wambeke, 
Jean Van Onacker

Biodiversity Informatics: Quentin Groom, Mathias Dillen, Pieter Huybrechts, 
Maarten Trekels

And many more!!!

The team





Thank you!!!


