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coordinate the efforts and develop knowledge in the field of molecular

systematics and DNA barcoding;

exchange expertise and provide training opportunities in this respect

(ex. Workshop, Symposia, etc.);

stimulate joint research activities in which molecular systematics and DNA
barcoding are essential for resolving taxonomic and phylogenetic problems

(ex. Joint project application, etc.);
centralize and integrate DNA barcoding activities in Belgium within the

international frameworks of CBOL, ECBOL and iBOL, TBI, QBOL, etc.
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Ex. Snail species identification (JEMU project) / population genetic study

all DNA barcoding activities are part of other research activities (including

no separate budgets for “pure” DNA barcoding ac
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- DNA barcod

COI (most metazoans) and matK or rbclL (plants)

But also

- nuclear rDNA in Platyhelminthes (UHasselt, RMCA, RBINS)

- trnH-psbA and ITS2 for plants of the family Hydrocharitaceae (VUB)

- ND2 and H3 in terrestrial Gastropods (RBINS, UAntwerp)




D000 000OCOOOOC

i B Kl o o B I o I o o o

Cc v < O 154 LViILiLYT LCuIlCLEYY 1L .54 < cLve L C 1=4 v v voulrIuvi o v iLe A
ce C £ =1 GttGTCctcteett ctet C G G C GGTTCTT TcTG =4
Cc o C € o ctTetcctctGGLT éf“ tTGT C G G C GGTTCtt tCTG G
cGacac G eTtetcctecTGGTtL ﬁ mus-um CteTACAGAGAcaeettc TTATCTG =4
cegacat G ctteoetcctCTGGLT CHR C I cectierivvevoveacteTACAGacaCAGGTTCTTATCLe o
Ceg Cc ( =4 gttetcCliICleell G Cc t gcclCllLegegcttc cl Gl C G G C [CIL TR I B ORI | lcl G =4
c o CAl o GttGTCCTCteeTt o Cc ¢ CtteeeoeCCTCACTGT CAag GAc GGTTCtt tCte o
ceACAc¢ o et TGTCCTctGGtLttace c c tteeGecectcACTGtacaGAGAC rettecTTATcte G
cGAcart o eTTGTCctcTeeot | cACTGT cAaG o GGTTCtt tcTG o
cGacac G eTTetcctCtGo I CACTGTACAG G rgttcttatCte G
Ceacts o eTtetcCTcTGG “ CACteTACAGg rettecTTATcte G
Ce cadgG o GttGTCctCTee ks C G GGTTCtt tcte G
cealCicx o GtTetcCTCtcg C G gttcttatcte
cG c § G etTGTC t - ttctt tCte
Cc o C < G eTT cTT TeTG
t ( G G ‘ 671860 " 01352 5 ttatC
g ( o e TAT

( o G N

¢ G ~

, —

Main DNA barcoding partnerships developed in the network:

* Reptiles: RBINS, UAntwerp

* Forensic animals: NICC, RBINS, RMCA

* Bacteria and Fungi: UGhent (Laboratory for Microbiology), UCL, RMCA, RBINS
e Platyhelminthes: UHasselt, KULeuven, RMCA, RBINS

 Nematoda: UGhent (Marine Biology Group), RBINS

e Gastropoda: RBINS, RMCA, UAntwerp, INBO

* Acari: UAntwerp, RBINS, ITM

* Lepidoptera: RMCA, INBO, UAntwerp;

* Trichoptera: UAntwerp (Ecophysiology, Biochemistry and Toxicology Group), RBINS
* Hymenoptera and Isoptera: ULB, RBINS

* Diptera: RMCA, RBINS, NICC, ITM, CRA-W

« Amphipoda RBINS, UCL

* Fishes: RMCA, RBINS, KULeuven

 Mammals (including forensics): UAntwerp, RMCA, RBINS, NICC
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AGACAAAteecaceaCAegaareanGttGTCctcteett 1ctetacaGAGACAGGTTCTTATcTGARAaeatGtaa
AGACAAAtegocaceAcagaacAAetTetcctctGGLT éf” 1t TGTACAGAGACAGGTTCttatCTGAaAGAgegtaa
AGACAaateesacGacarcsaalbfAaeTtetcctecTGGTt 5@ mus-um ACteTACAGAGAcaeettecTTATCTGanacgaetan
AGACaaatecaceacacaNGaacttetcctCTGGLT,, IR L. Tagaccce FTvveveveacteTACAGaecaCAGGTTCTTATCteAaact eTAa
AGACaaatebACegacalbiARnegaagttetclCIliIClegl lALGaacacg t ggecclCllGbGegegcttcacliuliAaCALGALGACAGG I ICIIAlIclIGaanegaegtann
AGACaaatGeaceaCAGAaecaaGttGTCCTCteeTtagaac c¢c CtteeeCCTCACTGTACA2eAGACAGGTTCttatCteanaealGTAA
AGAcaaaTeecaceACAcgaacaNegtTGTCCTctGGttagaac c tteeGecctcACTGtacaGAGACaeettecTTATcteRnaaGAeTAAN
AGacaaateecacGAcagaaeAaeTTGTCctcTeet ygaac tteececctcACTGTACAGaea AGGTTCttatceTG raealGTAA
AgacaaatecgacGacagaad aeTTetecctCtGo ag 1 C tGgCCTCACTGTACAG GA agettcttatCteaaaGAGTAA
AgsacanAteGACeacteane 1 e TtetcCTcTGG CTCaCteTACAg vetteTTATcte " AGAGTAa
1cacflAaatGGACecacaGhnaeaaGttGTCctCTece CTC G GGTTCttatcteanaGAGta
i wsacaaalTGeaceaClAegaaranGtTetcCTCtceg CTC G gttcttatctena AG
1gcacaaaTecaceAcacaaeAAGTLEtGTCCTct TC ttcttatcTGan g
1 aCa 1 tegacGacargaatGAnetTGTC t ttcttatCtenn
1o AC o 1cecacacanGhaceTT cTTATcTG
1Gac ta 1GAAGaadcG ttatC
1gac o GAAaaAg TAT
Ag GAaeAadlG
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- DNA barcoding of problematic samples

- museum material, forensic / nature conservation research samples (RMCA, RBINS,
KULeuven and CBOL, MOLCOL project)

- good practices for DNA sample and data storage, establishment of DNA collections
(collaboration with NICC, INBO, UGhent (Marine Biology Group), UHasselt, FUNDP, ITM,
CRC, and CRA-W)
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- RMCA, RBINS (both with the JEMU team), UAntwerp

- Workshops:

ViBRANT tools for the DNA taxonomist (Brussels)

2013

Variant Discovery in Next-Generation Sequencing Data (Brussels)
Genetic Analysis Using R (Leuven)

2014

2014

Genome Analysis ToolKit (Brussels)

2014

A more exhaustive list of BeBoL Network activities is available on

the BeBol website (http://bebol.myspecies.info).
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- Exploring Next Generation Sequencing (NGS) for DNA
KULeuven, RBINS, RMCA, INBO and UGhent with KULeuven and UAntwerp acting as
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THANKI youU

Contact Information:

thierry.backeljau@naturalsciences.be
marc.de.meyer@africamuseum.be




£4ise —

Financed by the Fund for Scientific Research — Flanders (FWQO) (2011-2015)

Financially administrated by the University of Antwerp - Evolutionary Ecology Group
(T. Backeljau)

Daily management by RBINS (Brussels; T. Backeljau) and RMCA (Tervuren; M. De
Meyer)

Most of the organisational network tasks executed by the “Joint Experimental
Molecular Unit (JEMU)”
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participation in ringtest of DNA barcoding identification of Eisenia fetida

(earthworms) in ecotoxicological testing (EBI: Eisenia Barcoding

Initiative)
(Brussels, Belgium), from Dr. Jocelyn Riggins (Royal Veterinary College,

Laboratory of the General Administration of the Customs and Taxes
London, UK), ...

JEMU-RMCA, DNA barcoding identifications of bird remnants at request
+ isolated requests of DNA barcoding ID (from FPNI Belgium, from the

of the Belgian Air Force (2011-2015)
DNA barcoding of introduced banana slugs in The Netherlands

barcoding of tephritid fruit flies for several NPPQO's in Africa
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DNA bércoding identification activities:
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ACAAAtecaceAcarcaacfNAetTetcctcectGGt
ACAaategacGacagaalbhaeTtetcctcTGGT
ACaaatecaceacacalNGaaecettetcctCTGGtL
ACaaatebACeacalbAneaagttetclCIiICleel
ACaaatGeaceaCAGAaecaaGttGTCCTCteeT
AcaaaTecaceAChAgaaceaNnegtTGTCCTctGGt
1caaatecacGAcagaaeNaeTTGTCctcTeoet
acaaatecgacGacacaalGaaeTTetcctCtGe
acafAteGACeacteanNneaaeTtetcCTcTGG
acfhaatGGACeacaGhAacaaGttGTCctCTee
acaaaTGeaceaClAepaareanGtTetcCTCtceg
acaaaTegecaceAcacaaeAAGTLEGTCCTct
aCa ategacGacagaaGAnetTGTC t
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A peer-reviewed open-access journal

+Z00Keys

Laun:hed to accelerate biodiversity research

DNA BARCODING:

A PRACTICAL TOOL FOR
FUNDAMENTAL AND APPLIED
BIODIVERSITY RESEARCH

Eowrso ny
ZourAx T. Naay, Tiaeasy Bacxuyau,
Marc De Mever, Kurr Jornaess

Ouyutele seriegese (Aseon, 1858)

ZooKeys 365 ¢ 2013

Special Issue

hetp://www.zookeys.org
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L4 daC LYY rtacCcavysrHouorutrouuuirln ilTuviutilvuLen
XP alacyiar U actetacaGAGACAGGTTCTTATcTGA
7‘ '\ jﬂf; atTGTACAGAGACAGGTTCttatCTGAhA
i\;i':Ji \J mus-um ACteTACAGAGAcaeettc TTATCTGa
c TucctllriivuaeccrvcacteTACAGaecaCAGGTTCTTATCteA
ag t ggcecclCllLeggcttcaclioulilAacAaALRCAGG I ICTIIALICIGaA
¢ CtteoeeceoeCCTCACTGTACAeAGACAGGTTCttatCtea
c tteeGecctecACTGtacaGAGACaeettecTTATctLteA
tteeecctcACTGTACAGaea AGGTTCttatcecTGa
tGgCCTCACTGTACAG GA 1cottcttatCtea
CTCaCteTACAg 1eettecTTATctea
CTC G GGTTCttatctea
CTC G gttcttatcten
TC ttcttatcTGa
ttcttatCten
network events AL
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17-20 September 2012:
“ECBOL3 - Third European Conference for the
Barcode of Life”

ZooKeys 365 (2013) Special Issue
ZT Nagy, T Backeljau, M De Meyer, K Jordaens
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Joint Experimental Molecular Unit (JEMU)
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HIGHLIGHTS RESEARCH RESOURCES COLLABORATIONS ORGANISATION EVENTS

Welcome to JEMU Highlights

CONTACT

The Joint Experimental Molecular Unit (JEMU) is
an integrated research infrastructure funded by
the Belgian Science Policy and supported by the
Royal Belgian Institute of Natural Sciences
(RBINS, Brussels) and the Royal Museum for
Central Africa (RMCA, Tervuren). JEMU aims at
supporting scientific research on natural history

LU —————

Next-generation
sequencing (Dec. 2014)

Genetics of African Cape
buffalo (Nov. 2014)

A

DNA barcoding Belgian
mosquitoes (sep. 2014)

collections in the fields of DNA barcoding,
phylogeny reconstruction and archiving Research
biological specimens.

8% JEMU m.o Il

| Research projects }

EBZOOTAXA
& PLOS | oxe

Animal Conservation
$ZooKeys
Publication

Resources and expertise

—
~

Primer database

Infrastructure

Collaborations

~_BeBol

Belgian Network
for DNA Barcoding

[Third European Conference|
for the Barcode of Life
(Brussels, 2012)

Organisation

(iu 4% JEMU o

Joint research projects
Shared s facilities
Knowledge Transfer

Integrated unit

=
=

Lab guidelines
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Belgian Network for DNA Barcodin

JOINT PUBLICATION LITERATURE

Welcome to the Belgian
Network for DNA Barcoding

The Belgian Network for DNA Barcoding aims at
establishing a research network that provides
an integrated and multidisciplinary molecular
systematic and DNA barcoding task force. The
network will:

1. coordinate the efforts and knowledge in the
field of molecular systematics and DNA
barcoding in Belgium

2. exchange experience and provide training
opportunities for people in the field of molecular
systematics and DNA barcoding

3. stimulate joint reseach in animal and plant
groups where molecular systematics and DNA
barcoding plays a pivotal role

4. centralize and integrate DNA barcoding
activities in Belgium in international initiatives
such as the Consortium for the Barcode of Life
(CBOL), the European Consortium for the
Barcode of Life (ECBOL) and the International
Barcode of Life project (iBOL).

BeBol is supported by:

O & JEMIU .o

BeBol encourages publishing in the European
Journal of Taxonomy (EJT), an international,
fully electronic and Open Access journal, which
complies with the EU Gold Open Access rules
and Zookeys:

Bl $ZooKeys

Contact us Report abuse Log in

« All Taxonomy

PAST EVENTS

Joint publication by BeBoL

The special issue entitled "DNA barcoding: a practical tool for
fundamental and applied biodiversity research" has been
published in Zookeys. This is a joint publication by the FWO
research community “Belgian Network for DNA barcoding” (BeBoL)
special @ | and includes, among others, contributions of members of the

issue memm| BeBoL network and participants of the ECBOL3 conference. All
articles are available one the website of Zookeys with open
access. The complete special issue (one single pdf file) is also available here.

BeBol at the 5th International Barcode of Life Conference

International Barcode of Life Conference in Kunming, China, 27-31

\‘ The network and the activities of BeBoL were presented at the 5th
October 2013.

5t Barcode of Life

Conference
Past events

BeBol BeBoL supports the organisation of scientific workshops or
eBol symposia. Please regularly visit this website to be informed of
upcoming events. The following events were organised by BeBolL
since 2013: Workshop Genetic Analysis using R (27-31 October
2014); Workshop Variant Discovery in Next-Generation
Past events Sequencing (NGS) Data (24-26 June 2014); Mini-Symposium:

Comparative Barcoding (20 June 2014); DNA in forensics 2014
(14-16 May 2014); Syr i next generation seguencing, icati in_science (21
October 2013, Brussels); Workshop: ViBRANT tools for the DNA taxonomist (11 June 2013,

Molecular systematic studies provide biologists, and particularly
taxonomists, with a wealth of data that enable a far better
assessment and understanding of Earth's biodiversity, than
hitherto was possible with traditional, morphology-based
approaches. As such, molecular systematics plays a pivotal role in
(1) the r ition, identification and ification of i
units, (2) the assessment of patterns of inter- and intraspecific
biodiversity, and (3) the reconstruction of the historical and spatial relationships among
taxonomic entities.

Members of the network
S WD) Here is the list of the current members of the Belgian network for DNA
1 BeBol ,k{ Barcoding. If your research unit conducts projects related to DNA
"\4&;'«-0-5“:« Barcoding, your are welcome to contact us. All members briefly
\“\k - '"{‘ presented their activities at the informal meeting “Towards a Belgian
¢ network of DNA barcoding laboratories” organized by JEMU on June

28th 2010.
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